Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; R factor = 0.033; wR factor = 0.081; data-to-parameter ratio = 10.0.
Experimental
Crystal data C 37 H 29 N 5 O 8 M r = 671.65 Monoclinic, P2 1 a = 11.2646 (2) Å b = 5.6471 (1) Å c = 25.7507 (4) Å = 99.595 (1) V = 1615.15 (5) Å 3 Z = 2 Mo K radiation = 0.10 mm À1 T = 296 K 0.33 Â 0.29 Â 0.25 mm
Data collection
Bruker X8 APEXII diffractometer 26180 measured reflections 4490 independent reflections 3651 reflections with I > 2(I) R int = 0.029 Refinement R[F 2 > 2(F 2 )] = 0.033 wR(F 2 ) = 0.081 S = 1.03 4490 reflections 451 parameters 1 restraint H-atom parameters constrained Á max = 0.14 e Å À3 Á min = À0.13 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x þ 1; y À 1; z; (ii) x; y À 1; z; (iii) Àx þ 3; y À 1 2 ; Àz þ 2.
Data collection: APEX2 (Bruker, 2005) ; cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia,1997) ; software used to prepare material for publication: PLATON (Spek, 2009) and publCIF (Westrip, 2010) .
Computing details
Data collection: APEX2 (Bruker, 2005) ; cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT (Bruker, 2005) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia,1997) ; software used to prepare material for publication: PLATON (Spek, 2009) and publCIF (Westrip, 2010) .
Figure 1
Molecular structure of the title compound with the atom-labelling scheme. Displacement ellipsoids are drawn at the 50% probability level. H atoms are represented as small circles. Refinement. Refinement of F 2 against all reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on all data will be even larger.
3-{[1-(2,3,5-Tri-O-benzoyl-β-D-ribofuranos-1-yl)-1H-1,2,3-triazol-4-yl]methyl}quinazolin-4(3H)-one

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x
1.47437 (15) 0.5402 (3) 0.81663 (7) 0.0394 (4) C2
1.52690 (15) 0.3864 (4) 0.85969 (7) 0.0409 (4) (11) 0.0363 (7) 0.0054 (9) 0.0121 (6) 0.0024 (7) C1 0.0354 (9) 0.0417 (10) 0.0403 (9) −0.0081 (8) 0.0036 (7) −0.0004 (8) C2 0.0346 (8) 0.0445 (10) 0.0420 (9) −0.0090 (8) 0.0021 (7) 0.0018 (8) C3 0.0383 (10) 0.0541 (13) 0.0657 (13) −0.0055 (9) 0.0085 (9) −0.0017 (11) (7) 0.0580 (10) 0.0008 (7) 0.0074 (7) 0.0036 (7) N4 0.0409 (8) 0.0308 (8) 0.0638 (10) 0.0030 (7) 0.0050 (7) 0.0048 (8) N5 0.0400 (8) 0.0290 (8) 0.0467 (8) 0.0026 (6) 0.0018 (6) 0.0008 (6) C12 0.0410 (9) 0.0318 (9) 0.0445 (10) 0.0010 (8) 0.0027 (7) −0.0018 (8) O2
0.0480 (7) 0.0437 (7) 0.0533 (8) 0.0039 (7) 0.0059 (6) 0.0130 (7) C13 0.0394 (9) 0.0440 (10) 0.0472 (10) −0.0087 (9) 0.0022 (7) 0.0005 (9) 
